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Figure 19 

Sequence of p55 gag insert in pGagOptrpr2 

5 ATGGGTGCCCGAGCTTCGGTACTGTCTGGTGGAGAGCTGGACAGATGGGAGAAAATTAGGCT 
GCGCCCGGGAGGCAAAAAGAAATACAAGCTCAAGCATATCGTGTGGGCCTCGAGGGAGCTTG 
AACGGTTTGCCGTGAACCCAGGCCTGCTGGAAACATCTGAGGGATGTCGCCAGATCCTGGGG 
CAATTGCAGCCATCCCTCCAGACCGGGAGTGAAGAGCTGAGGTCCTTGTATAACACAGTGGC 
TACCCTCTACTGCGTACACCAGAGGATCGAGATTAAGGATACCAAGGAGGCCTTGGACAAAA 

10 TTGAGGAGGAGCAAAACAAGAGCAAGAAGAAGGCCCAGCAGGCAGCTGCTGACACTGGGCAT 
• AGCAACCAGGTATCACAGAACTATCCTATTGTCCAAAACATTCAGGGCCAGATGGTTCATCA 
GGCCATCAGCCCGCGGACGCTCAATGCCTGGGTGAAGGTTGTCGAAGAGAAGGCCTTTTCTC 
CTGAGGTTATCCCCATGTTCTCCGCTTTGAGTGAGGGGGCCACTCCTCAGGACCTCAATACA 
ATGCTTAATACCGTGGGCGGCCATCAGGCCGCCATGCAAATGTTGAAGGAGACTATCAACGA 

15 GGAGGCAGCCGAGTGGGACAGAGTGCATCCCGTCCACGCTGGGCCAATCGCGCCCGGACAGA 
TGCGGGAGCCTCGCGGCTCTGACATTGCCGGCACCACCTCTACACTGCAAGAGCAAATCGGA 
TGGATGACCAACAATCCTCCCATCCCAGTTGGAGA2\ATCTATAAACGGTGGATCATTCTCGG 
TCTCAATAAAATTGTTAGAATGTACTCTCCGACATCCATCCTTGACATTAGACAGGGACCCA 
AAGAGCCTTTTAGGGATTACGTCGACCGGTTTTATAAGACCCTGCGAGCAGAGCAGGCCTCT 

20 CAGGAGGTCAAAAACTGGATGACGGAGACACTCCTGGTACAGAACGCTAACCCCGACTGCAA 
AACAATCTTGAAGGCACTAGGCCCGGCTGCCACCCTGGAAGAGATGATGACCGCCTGTCAGG 
GAGTAGGCGGACCCGGACACAAAGCCAGAGTGTTGGCCGAAGCCATGAGCCAGGTGACGAAC 
TCCGCAACCATCATGATGCAGAGAGGGAACTTCCGCAATCAGCGGAAGATCGTGAAGTGTTT 
CAATTGCGGCAAGGAGGGTCATACCGCCCGCAACTGTCGGGCCCCTAGGAAGAAAGGGTGTT 

25 GGAAGTGCGGCAAGGAGGGACACCAGATGAAAGACTGTACAGAACGACAGGCCAATTTTCTT 
GGAAAGATTTGGCCGAGCTACAAGGGGAGACCTGGTAATTTCCTGCAAAGCAGGCCCGAGCC 
CACCGCCCCCCCTGAGGAATCCTTCAGGTCCGGAGTGGAGACCACAACGCCTCCCCAAAAAC 
AGGAACCAATCGACAAGGAGCTGTACCCTTTAACTTCTCTGCGTTCTCTCTTTGGCAACGAC 
CCGTCGTCTCAATAA 

30 

MGARASVLSG GELDRWEKIR LRPGGKKKYK LKHIVWASRE LERFAVNPGL 
LETSEGCRQI LGQLQPSLQT GSEELRSLYN TVATLYCVHQ RIEIKDTKEA 
LDKIEEEQNK SKKKAQQAAA DTGHSNQVSQ NYPIVQNIQG QMVHQAISPR 
TLNAWVKWE EKAFSPEVIP MFSALSEGAT PQDLNTMLNT VGGHQAAMQM 

35 LKETINEEAA EWDRVHPVHA GPIAPGQMRE PRGSDIAGTT STLQEQIGWM 
TNNPPIPVGE IYKRWIILGL NKIVRMYSPT SILDIRQGPK EPFRDYVDRF 
YKTLRAEQAS QEVKNWMTET LLVQNANPDC KTILKALGPA ATLEEMMTAC 
QGVGGPGHKA RVLAEAMSQV TNSATIMMQR GNFRNQRKIV KCFNCGKEGH 
TARN C RAP RK KGCWKCGKEG HQMKDCTERQ ANFLGKIWPS YKGRPGNFLQ 

40 SRPEPTAPPE ESFRSGVETT TPPQKQEPID KELYPLTSLR SLFGNDPSSQ 
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• Figure 20 

Sequence of the pl7/24trNEF insert in pl7/24trNEFl 

5 ATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGATGGGAAAAAATTCGGTT 
AAGGCCAGGGGGAAAGAAAAAATATAAATTAAAACATATAGTATGGGCAAGCAGGGAGCTAG 
AACGATTCGCAGTTAATCCTGGCCTGTTAGAAACATCAGAAGGCTGTAGACAAATACTGGGA 
CAGCTACAACCATCCCTTCAGACAGGATCAGAAGAACTTAGATCATTATATAATACAGTAGC 
AAC C C T C TAT T G T G T G CAT C AAA GGAT AG AG AT AAAAG AC AC C AAG GAAG C T T T AG AC AAG A 

10 TAGAGGAAGAGCAAAACAAAAGTAAGAAAAAAGCACAGCAAGCAGCAGCTGACACAGGACAC 
AGCAATCAGGTCAGCCAAAATTACCCTATAGTGCAGAACATCCAGGGGCAAATGGTACATCA 
GGCCATATCACCTAGAACTTTAAATGCATGGGTAAAAGTAGTAGAAGAGAAGGCTTTCAGCC 
CAGAAGTGATACCCATGTTTTCAGCATTATCAGAAGGAGCCACCCCACAAGATTTAAACACC 
ATGCTAAACACAGTGGGGGGACATCAAGCAGCCATGCAAATGTTAAAAGAGACCATCAATGA 

15 GGAAGCTGCAGAATGGGATAGAGTGCATCCAGTGCATGCAGGGCCTATTGCACCAGGCCAGA 
TGAGAGAACCAAGGGGAAGTGACATAGCAGGAACTACTAGTACCCJTTCAGGAACAAATAGGA 
TGGATGACAAATAATCCACCTATCCCAGTAGGAGAAATTTATAAAAGATGGATAATCCTGGG 
ATTAAATAAAATAGTAAGAATGTATAGCCCTACCAGCATTCTGGACATAAGACAAGGACCAA 
AAGAACCCTTTAGAGACTATGTAGACCGGTTCTATAAAACTCTAAGAGCCGAGCAAGCTTCA 

20 ■ C AG GAG G T AAAAAAT T G GAT G AC AG AAAC CTTGTTGGTC C AAAAT G C G AAC C C AG AT T GT AA 
GACTATTTTAAAAGCATTGGGACCAGCGGCTACACTAGAAGAAATGATGACAGCATGTCAGG 
GAGTAGGAGGACCCGGCCATAAGGCAAGAGTTTTGGTGGGTTTTCCAGTCACACCTCAGGTA 
CCTTTAAGACCAATGACTTACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAAGGG 
GGGACTGGAAGGGCTAATTCACTCCCAAAGAAGACAAGATATCCTTGATCTGTGGATCTACC 

25 ACACACAAGGCTACTTCCCTGATTGGCAGAACTACACACCAGGGCCAGGGGTCAGATATCCA 
CTGACCTTTGGATGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGGCCAA 
TAAAGGAGAGAACACCAGCTTGTTACACCCTGTGAGCCTGCATGGGATGGATGACCCGGAGA 
GAGAAGTGTTAGAGTGGAGGTTTGACAGCCACCTAGCATTTCATCACGTGGCCCGAGAGCTG 
CATCCGGAGTACTTCAAGAACTGCTGA 

30 

MGARASVLSG GELDRWEKIR LRPGGKKKYK LKHIVWASRJE LERFAVNPGL 
LETSEGCRQI LGQLQPSLQT GSEELRSLYN TVATLYCVHQ RIEIKDTKEA 
LDKIEEEQNK SKKKAQQAAA DTGHSNQVSQ NYPIVQNIQG QMVHQAISPR 
TLNAWVKWE EKAFSPEVIP MFSALSEGAT PQDLNTMLNT VGGHQAAMQM 

35 LKETINEEAA EWDRVHPVHA GPIAPGQMRE PRGSDIAGTT STLQEQIGWM 
TNNPPIPVGE IYKRWIILGL NKIVRMYSPT SILDIRQGPK EPFRDYVDRF 
YKTLRAEQAS QEVKNWMTET LLVQNANPDC KTILKALGPA ATLEEMMTAC 
QGVGGPGHKA RVLVGFPVTP QVPLRPMTYK AAVDLSHFLK EKGGLEGLIH 
SQRRQDILDL WIYHTQGYFP DWQNYTPGPG VRYPLTFGWC YKLVPVEPDK 

40 VEEANKGENT SLLHPVSLHG MDDPEREVLE WRFDSHLAFH HVARELHPEY 
FKNC* 
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Figure 21 

Sequence of the pl7/24opt/trNef insert in pl7/24opt/trNef 1 

5 ATGGGTGCCCGAGCTTCGGTACTGTCTGGTGGAGAGCTGGACAGATGGGAGAAAATTAGGCT 
GCQCCCGGGAGGCAAAAAGAAATACAAGCTCAAGCATATCGTGTGGGCCTCGAGGGAGCTTG 
AACGGTTTGCCGTGAACCCAGGCCTGCTGGAAACATCTGAGGGATGTCGCCAGATCCTGGGG 
CAATTGCAGCCATCCCTCCAGACCGGGAGTGAAGAGCTGAGGTCCTTGTATAACACAGTGGC 
TACCCTCTACTGCGTACACCAGAGGATCGAGATTAAGGATACCAAGGAGGCCTTGGACAAAA 

1 0 TTGAGGAGGAGCAAAACAAGAGCAAGAAGAAGGCCCAGCAGGCAGCTGCTGACACTGGGCAT 
AGCAACCAGGTATCACAGAACTATCCTATTGTCCAAAACATTCAGGGCCAGATGGTTCATCA 
GGCCATCAGCCCCCGGACGCTCAATGCCTGGGTGAAGGTTGTCGAAGAGAAGGCCTTTTCTC 
CTGAGGTTATCCCCATGTTCTCCGCTTTGAGTGAGGGGGCCACTCCTCAGGACCTCAATACA 
ATGCTTAATACCGTGGGCGGCCATCAGGCCGCCATGCAAATGTTGAAGGAGACTATCAACGA 

15 GGAGGCAGCCGAGTGGGACAGAGTGCATCCCGTCCACGCTGGCCCAATCGCGCCCGGACAGA 
TGCGGGAGCCTCGCGGCTCTGACATTGCCGGCACCACCTCTACACTGCAAGAGCAAATCGGA 
TGGATGACCAACAATCCTCCCATCCCAGTTGGAGAAATCTATAAACGGTGGATCATTCTCGG 
TCTCAATAAAATTGTTAGAATGTACTCTCCGACATCCATCCTTGACATTAGACAGGGACCCA 
AAGAGCCTTTTAGGGATTACGTCGACCGGTTTTATAAGACCCTGCGAGCAGAGCAGGCCTCT 

20 - CAGGAGGTCAAAAACTGGATGACGGAGACACTCCTGGTACAGAACGCTAACCCCGACTGCAA 
AACAATCTTGAAGGCACTAGGCCCGGCTGCCACCCTGGAAGAGATGATGACCGCCTGTCAGG 
GAGTAGGCGGACCCGGACACAAAGCCAGAGTGTTGATGGTGGGTTTTCCAGTCACACCTCAG 
GTACCTTTAAGACCAATGACTTACAAGGCAGCTGTAGATCTTAGCCACTTTTTAAAAGAAAA 
GGGGGGACTGGAAGGGCTAATTCACTCCCAAAGAAGACAAGATATCCTTGATCTGTGGATCT 

25 ACCACACACAAGGCTACTTCCCTGATTGGCAGAACTACACACCAGGGCCAGGGGTCAGATAT 
CCACTGACCTTTGGATGGTGCTACAAGCTAGTACCAGTTGAGCCAGATAAGGTAGAAGAGGC 
CAATAAAGGAGAGAACACCAGCTTGTTACACCCTGTGAGCCTGCATGGGATGGATGACCCGG 
AGAGAGAAGTGTTAGAGTGGAGGTTTGACAGCCACCTAGCATTTCATCACGTGGCCCGAGAG 
CTGCATCCGGAGTACTTCAAGAACTGCTGA 

30 

MGARASVLSG GELDRWEKIR LRPGGKKKYK L KH I WAS RE LERFAVNPGL 
LETSEGCRQI LGQLQPSLQT GSEELRSLYN TVATLYCVHQ RIEIKDTKEA 
LDKIEEEQNK SKKKAQQAAA DTGHSNQVSQ NYPIVQNIQG QMVHQAISPR 
TLNAWVKVVE EKAFSPEVIP MFSALSEGAT PQDLNTMLNT VGGHQAAMQM 

35 LKETINEEAA EWDRVHPVHA GPIAPGQMRE PRGSDIAGTT STLQEQIGWM 
TNNPPIPVGE IYKRWIILGL NKIVRMYSPT SILDIRQGPK EPFRDYVDRF 
YKTLRAEQAS QEVKNWMTET LLVQNANPDC KTILKALGPA ATLEEMMTAC 
QGVGGPGHKA RVLMVGFPVT PQVPLRPMTY KAAVDLSHFL KEKGGLEGLI 
HSQRRQDILD LWIYHTQGYF PDWQNYTPGP GVRYPLTFGW CYKLVPVEPD 

40 KVEEANKGEN TSLLHPVSLH GMDDPEREVL EWRFDSHLAF HHVARELHPE 
YFKNC* 
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Figure 22 

Sequence of RT insert of p7077-RT3: 

5 

ATGGGCCCCATCAGTCCCATCGAGACCGTGCCGGTGAAGCTGAAACCCGGGATGGACGGCCC 
CAAGGTCAAGCAGTGGCCACTCACCGAGGAGAAGATCAAGGCCCTGGTGGAGATCTGCACCG 
AGATGGAGAAAGAGGGCAAGATCAGCAAGATCGGGCCTGAGAACCCATACAACACCCCCGTG 
TTTGCCATCAAGAAGAAGGACAGCACCAAGTGGCGCAAGCTGGTGGATTTCCGGGAGCTGAA 

10 TAAGCGGACCCAGGATTTCTGGGAGGTCCAGCTGGGCATCCCCCATCCGGCCGGCCTGAAGA 
AGAAGAAGAGCGTGACCGTGCTGGACGTGGGCGACGCTTACTTCAGCGTCCCTCTGGACGAG 
GACTTTAGAAAGTACACCGCCTTTACCATCCCATCTATCAACAACGAGACCCCTGGCATCAG. 
ATATCAGTACAACGTCCTCCCCCAGGGCTGGAAGGGCTCTCCCGCCATTTTCCAGAGCTCCA 
TGACCAAGATCCTGGAGCCGTTTCGGAAGCAGAACCCCGATATCGTCATCTACCAGTACATG 

15 GACGACCTGTACGTGGGCTCTGACCTGGAAATCGGGCAGCATCGCACGAAGATTGAGGAGCT 
GAGGCAGCATCTGCTGAGATGGGGCCTGACCACTCCGGACAAGAAGCATCAGAAGGAGCCGC 
CATTCCTGTGGATGGGCTACGAGCTCCATCCCGACAAGTGGACCGTGCAGCCTATCGTCCTC 
CCCGAGAAGGACAGCTGGACCGTGAACGACATCCAGAAGCTGGTGGGCAAGCTCAACTGGGC- 
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TAGCCAGATCTATCCCGGGATCAAGGTGCGCCAGCTCTGCAAGCTGCTGCGCGGCACCAAGG 
CCCTGACCGAGGTGATTCCCCTCACGGAGGAAGCCGAGCTCGAGCTGGCTGAGAACCGGGAG 
ATCCTGAAGGAGCCCGTGCACGGCGTGTACTATGACCCCTCCAAGGACCTGATCGCCGAAAT 
CCAGAAGCAGGGCCAGGGGCAGTGGACATACCAGATTTACCAGGAGCCTTTCAAGAACCTCA 
5 AGACCGGCAAGTACGCCCGCATGAGGGGCGCCCACACCAACGATGTCAAGCAGCTGACCGAG 
GCCGTCCAGAAGATCACGACCGAGTCCATCGTGATCTGGGGGAAGACACCCAAGTTCAAGCT 
GCCTATCCAGAAGGAGACCTGGGAGACGTGGTGGACCGAATATTGGCAGGCCACCTGGATTC 
CCGAGTGGGAGTTCGTGAATACACCTCCTCTGGTGAAGCTGTGGTACCAGCTCGAGAAGGAG 
CCCATCGTGGGCGCGGAGACATTCTACGTGGACGGCGCGGCCAACCGCGAAACAAAGCTCGG 

10 GAAGGCCGGGTACGTCACCAACCGGGGCCGCCAGAAGGTCGTCACCCTGACCGACACCACCA 
ACCAGAAGACGGAGCTGCAGGCCATCTATCTCGCTCTCCAGGACTCCGGCCTGGAGGTGAAC 
ATCGTGACGGACAGCCAGTACGCGCTGGGCATTATTCAGGCCCAGCCGGACCAGTCCGAGAG 
. CGAACTGGTGAACCAGATTATCGAGCAGCTGATCAAGAAAGAGAAGGTCTACCTCGCCTGGG 
TCCCGGCCCATAAGGGCATTGGCGGCAACGAGCAGGTCGACAAGCTGGTGAGTGCGGGGATT 

15 AGAAAGGTGCTGTAA 

MGPISPIETV SVKLKPGMDG PKVKQWPLTE EKIKALVEIC TEMEKEGKIS 
KIGPENPYNT PVFAIKKKDS TKWRKLVDFR ELNKRTQDFW EVQLGIPHPA 
GLKKKKSVTV LDVGDAYFSV PLDEDFRKYT AFTIPSINNE TPGIRYQYNV 

20 LPQGWKGSPA IFQSSMTKIL EPFRKQNPDI VIYQYMDDLY VGSDLEIGQH 
'RTKIEELRQH LLRWGLTTPD KKHQKEPPFL WMGYELHPDK WTVQPIVLPE 
KDSWTVNDIQ KLVGKLNWAS QIYPGIKVRQ LCKLLRGTKA LTEVIPLTEE 
AELELAENRE ILKEPVHGVY YDPSKDLIAE IQKQGQGQWT YQIYQEPFKN 
LKTGKYARMR GAHTNDVKQL TEAVQKITTE SIVIWGKTPK FKLPIQKETW 

25 ETWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIVGAE TFYVDGAANR 

ETKLGKAGYV TNRGRQKVVT LTDTTNQKTE LQAIYLALQD • SGLEVNIVTD 

SQYALGIIQA QPDQSESELV NQIIEQLIKK EKVYLAWVPA HKGIGGNEQV 
DKLVSAGIRK VL* 
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Sequence of the coding insert in p73i-RT3; 



5 ATGGGCCCCAT CAGTCCCATCGAGAdCGTGCCGGTGAAGCTGAAAC CCC3GGATGGACGGC CC 
CAAGGT CAAGCAGTGGCCACT CACCGAGGAGAAGATCAAGGC CCTGGTGGAGATCTGCAC CG 
AGATGGAGAAAGAGGGCAAGATCAGCAAGATCGGGCCTGAG 

TTTGCCATCAAGAAGAAGGACAGCAC CAAGTGGCGCAAGCTGGTGGATTT CCGGGAGCTGAA 
TAAGCGGACC CAGGATTTCTGGGAGGT C CAGCTGGGCATCC C C CATC CGGC CGGC CTGAAGA • 

10 . AGAAGAAGAGCGTGACCGTGCTGGACGTGGGCGACGCTTACTTCAGCGTCCCTCTGGACGAG 
GACTTTAGAAAGTAC ACCGCCTTTACCAT CCCAT CTAT CAAC AACGAGACCC CTGGCATCAG 
ATATCAGTACAACGTCCTCCCCCAGGGCTGGAAGGGCTCTCCCGCCATTTTCCAGAGCTCCA 
TGACCAAGAT C C TGGAG CCGTTTCGGAAGCAGAACCC CGATATCGT CATCTACC AGTACATG 
GACGACCTGTACGTGGGCTCTGACCTGGAAAT CGGGCAGCAT CGCACGAAGATTGAGGAGCT 

1 5 GAGGCAGCATCTGCTGAGATGGGGCCTGACCACTCCGGACAAGAAGCATCAGAAGGAGCCGC 
CATTCCTGTGGATGGGCTACGAGCTCCATCCCGACAAGTGGACCGTGCAGCCTATCGTCCTC 
C C CGAGAAGGACAGCTGGACCGTGAACGACAT C CAGAAGCTGGTGGGCAAG CT CAACTGGGC 
TAGCCAGATCTATCCCGGGATCAAGGTGCGCCAGCTCTGCAAGCTGCTGCGCGGCACC4AAGG 
CCCTGACCGAGGTGATTCCCCTCACGGAGGAAGCCGAGCTCGAGCTGGCTGAGAACCGGGAG 

20 AT CCTGAAGGAG CCCGTGCACGGCGTGTACTATGACCCCT C CAAGGACCTGAT CGCCGAAAT 
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CAGCTGACCGAGGCCGTCCAGAAGATCACGACCGAGTCCATCGTGATCTGGGGGAAGACACCCAAGTTC 
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